[A study of the wild and captive green peafowl(Pavo muticus) by random-amplified polymorphic DNA].
Random-amplified polymorphic DNA (RAPD) was used to investigate the genetic diversity of the population of 14 wild green peafowl and 18 captive green peafowl (Pavo muticus). Total of 161 and 166 bands were obtained respectively, and 23 random primers were used to amplify the genomic DNA of the wild and captive green peafowls. The average relative hereditary distance of the wild and captive green peafowls is 0.0555 and 0.1355 respectively; and the Shannon diversity index is 0.4348 and 1.0163 respectively. There is a prominent difference between the two populations by T-Test of HO. All the analyses above show that the genetic diversity is very low in wild green peafowl. It tells us that the two populations come from two families by using UPGMA, which can be useful in the breeding management in the future.